
Sample Name: "STD H"    Sample ID: ""    File: "090215 RFP PA.wiff"
Peak Name: "RFP"    Mass(es): "877.500/845.400 Da"
Comment: ""    Annotation: ""

Sample Index:      63     

Sample Type:     Standard  

Concentration:     75.00    ng/mL  

Calculated Conc:   79.96    ng/mL  

Acq. Date:       9/3/2015  

Acq. Time:       1:54:17 PM  

 

Modified:           No    

Proc. Algorithm: Specify Parameters - MQ III  

Noise Percentage:     80     

Base. Sub. Window:    1.00   min

Peak-Split. Factor:   1      

Report Largest Peak:   Yes   

Min. Peak Height:    300.00   cps

Min. Peak Width:       0.00   sec

Smoothing Width:       3       points

RT Window:         30.0    sec

Expected RT:        3.74   min

Use Relative RT:    No    

 

Int. Type:        Valley  

Retention Time:     3.67   min

Area:           52645   counts

Height:         9.94e+003  cps

Start Time:         3.57   min

End Time:           3.86   min
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Conditions 

Column:    ACE 3 C18 

Dimensions:    100 x 3.0 mm 

Part Number:   ACE-111-1003 

Mobile Phase:   A: 15 mM ammonium formate pH 5.0 with formic acid in H2O 

  B: 0.1% formic acid in MeOH 

 

 

 

 

 

 

 

Flow Rate:    0.35 mL/min 

Injection:  2 µL 

Temperature:   30 °C 

Detection:   API 5000 triple quad MS 

  ESI in positive ion mode 

Rifamycin Anti-tubercular Antibiotics in 

Human Plasma 

Application #AN4090 

Time (mins) %B 

0.0 60 

4.0 95 

7.0 95 

7.2 60 

9.0 60 

1.  Rifabutin 

 (m/z 847.5  815.5) 

2. Desacetyl rifabutin 

 (m/z 805.5  773.4) 

3. Rifampicin 

 (m/z 823.5  791.4) 

4. Desacetyl rifampicin 

 (m/z 781.5  749.4) 

5. Rifapentine 

 (m/z 877.5  845.4) 

6. Desacetyl rifapentine 

 (m/z 835.5  803.5) 

Reproduced with permission of Antiviral Pharmacology Laboratory, College of Pharmacy, University of Nebraska  

Medical Centre, Nebraska, USA 

Sample Name: "STD H"    Sample ID: ""    File: "090215 RFB PA.wiff"
Peak Name: "RFB"    Mass(es): "847.500/815.500 Da"
Comment: ""    Annotation: ""

Sample Index:      15     

Sample Type:     Standard  

Concentration:     75.00    ng/mL  

Calculated Conc:   81.58    ng/mL  

Acq. Date:       9/2/2015  

Acq. Time:       6:35:41 PM  

 

Modified:           No    

Proc. Algorithm: Specify Parameters - MQ III  

Noise Percentage:     80     

Base. Sub. Window:    0.30   min

Peak-Split. Factor:   2      

Report Largest Peak:   Yes   

Min. Peak Height:   1000.00   cps

Min. Peak Width:       0.00   sec

Smoothing Width:       3       points

RT Window:         30.0    sec

Expected RT:        5.04   min

Use Relative RT:    No    

 

Int. Type:       Base To Base  

Retention Time:     5.05   min

Area:           47394   counts

Height:         1.06e+004  cps

Start Time:         4.92   min

End Time:           5.26   min
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Sample Name: "STD H"    Sample ID: ""    File: "090215 RFM PA.wiff"
Peak Name: "RFM"    Mass(es): "823.500/791.400 Da"
Comment: ""    Annotation: ""

Sample Index:      14     

Sample Type:     Standard  

Concentration:     75.00    ng/mL  

Calculated Conc:   79.67    ng/mL  

Acq. Date:       9/3/2015  

Acq. Time:       10:31:53 PM  

 

Modified:           No    

Proc. Algorithm: Specify Parameters - MQ III  

Noise Percentage:     80     

Base. Sub. Window:    0.30   min

Peak-Split. Factor:   2      

Report Largest Peak:   Yes   

Min. Peak Height:    500.00   cps

Min. Peak Width:       0.00   sec

Smoothing Width:       3       points

RT Window:         30.0    sec

Expected RT:        3.10   min

Use Relative RT:    No    

 

Int. Type:       Base To Base  

Retention Time:     3.22   min

Area:           11652   counts

Height:         2.58e+003  cps

Start Time:         3.12   min

End Time:           3.40   min
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Sample Name: "STD H"    Sample ID: ""    File: "090215 RFB PA.wiff"
Peak Name: "des-RFB"    Mass(es): "805.500/773.400 Da"
Comment: ""    Annotation: ""

Sample Index:      15     

Sample Type:     Standard  

Concentration:     37.50    ng/mL  

Calculated Conc:   41.91    ng/mL  

Acq. Date:       9/2/2015  

Acq. Time:       6:35:41 PM  

 

Modified:           No    

Proc. Algorithm: Specify Parameters - MQ III  

Noise Percentage:     80     

Base. Sub. Window:    0.30   min

Peak-Split. Factor:   2      

Report Largest Peak:   Yes   

Min. Peak Height:   1000.00   cps

Min. Peak Width:       0.00   sec

Smoothing Width:       3       points

RT Window:         30.0    sec

Expected RT:        4.49   min

Use Relative RT:    No    

 

Int. Type:       Base To Base  

Retention Time:     4.50   min

Area:           44092   counts

Height:         9.95e+003  cps

Start Time:         4.38   min

End Time:           4.62   min
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Sample Name: "STD H"    Sample ID: ""    File: "090215 RFM PA.wiff"
Peak Name: "des-RFM"    Mass(es): "781.500/749.400 Da"
Comment: ""    Annotation: ""

Sample Index:      14     

Sample Type:     Standard  

Concentration:     75.00    ng/mL  

Calculated Conc:   79.15    ng/mL  

Acq. Date:       9/3/2015  

Acq. Time:       10:31:53 PM  

 

Modified:           No    

Proc. Algorithm: Specify Parameters - MQ III  

Noise Percentage:     80     

Base. Sub. Window:    0.30   min

Peak-Split. Factor:   2      

Report Largest Peak:   Yes   

Min. Peak Height:    200.00   cps

Min. Peak Width:       0.00   sec

Smoothing Width:       3       points

RT Window:         30.0    sec

Expected RT:        2.90   min

Use Relative RT:    No    

 

Int. Type:       Base To Base  

Retention Time:     2.89   min

Area:            7344   counts

Height:         1.61e+003  cps

Start Time:         2.83   min

End Time:           3.05   min
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Sample Name: "STD H"    Sample ID: ""    File: "090215 RFP PA.wiff"
Peak Name: "des-RFP"    Mass(es): "835.500/803.500 Da"
Comment: ""    Annotation: ""

Sample Index:      63     

Sample Type:     Standard  

Concentration:     37.50    ng/mL  

Calculated Conc:   41.84    ng/mL  

Acq. Date:       9/3/2015  

Acq. Time:       1:54:17 PM  

 

Modified:           No    

Proc. Algorithm: Specify Parameters - MQ III  

Noise Percentage:     80     

Base. Sub. Window:    1.00   min

Peak-Split. Factor:   2      

Report Largest Peak:   Yes   

Min. Peak Height:    500.00   cps

Min. Peak Width:       0.00   sec

Smoothing Width:       3       points

RT Window:         30.0    sec

Expected RT:        3.15   min

Use Relative RT:    No    

 

Int. Type:        Valley  

Retention Time:     3.33   min

Area:           23967   counts

Height:         4.56e+003  cps

Start Time:         3.23   min

End Time:           3.49   min
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Assay for simultaneous 

quantification of rifamycin 

antibiotics and their 

corresponding active 

desacetyl metabolites 
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